BiRC Seminar - open to all

Doug Speed, Research fellow
UCL Genetics Institute, London

Title: New advances in understanding complex traits through mixed model analysis
Time: Friday 27 May 2016, 14:15 — 15:00, 2016
Place: BiRC, Aud. 1110-223, C.F. Mgller’s Allé 8, 8000 Aarhus C

Abstract:

SNP-based Heritability Analysis has demonstrated that for most complex traits, SNPs tend to
explain the majority of heritability. However, it also tells us that most traits are highly polygenic,
with 100s, if not 1000s, of variants influencing the phenotype. Fortunately, extensions of
heritability analysis are providing us with dozens of new tools for investigating complex traits;
whether this be aiding our search for causal loci, creating prediction models, or generally
improving our understanding of their genetic architecture. | will outline some of many new
methods, using examples from epilepsy, breast cancer, Parkinson's Disease as well as plant and
animal datasets.

http://birc.au.dk/activities/seminar-series/

After the seminar there will be beer/soda and chips in the lunch room!
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